Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.006 Å; R factor = 0.067; wR factor = 0.168; data-to-parameter ratio = 16.5.
In the title compound, C 17 H 15 N 3 O 6 S, which crystallized with highly disordered methanol and/or water solvent molecules, the dihedral angle between the the indole and benzene ring systems is 5.3 (2) , which allows for the formation of intramolecular -stacking interactions [centroid-centroid separations = 3.641 (3) and 3.694 (3) Å ] and an approximate overall U-shape for the molecule. In the crystal, dimers linked by pairs of N s -HÁ Á ÁO c (s = sulfonamide and c = carboxylate) hydrogen bonds generate R 2 2 (10) loops, whereas N i -HÁ Á Á (i = indole) interactions lead to chains propagating in [100] or [010] . Together, these lead to a three-dimensional network in which the solvent voids are present as intersecting (twodimensional) systems of [100] and [010] channels. The title compound was found to contain a heavily disordered solvent molecule, which could be methanol or water or a mixture of the two. Due to its uncertain nature and the unresolvable disorder, the data were processed with the SQUEEZE option in PLATON [Spek (2009) . Acta Cryst. D65, [148] [149] [150] [151] [152] [153] [154] [155] , which revealed 877.8 Å 3 of solvent-accessible volume per unit cell and 126 electron-units of scattering density or 109.7 Å 3 (16 electron units) per organic molecule.. This was not included in the calculations of overall formula weight, density and absorption coefficient.
Related literature
For related structures and background references to the biological activity of sulfonamides, see: Khan et al. (2011a,b Table 1 Hydrogen-bond geometry (Å , ). As part of our ongoing studies of chiral sulfonamides with possible biological activity (Khan et al., 2011a,b) , we now report the structure of the title compound, (I). Compound (I) was found to contain a heavily disordered solvent molecule, which could be methanol or water or a mixture of the two. Due to its uncertain nature and the unresolvable disorder, the data were processed with the SQUEEZE option in PLATON (Spek, 2009) , to remove the solvent contribution to the scattering.
The molecular structure of (I) ( The molcular conformation and crystal structure (Khan et al., 2011a) of the closely related compound 3-(1H-indol-3-yl)-2-(toluene-4-sulfonylamino)-propionic acid monohydrate, (II), are completely different to (I). In (II), where a paratoluene substituent has replaced the 2-nitrobebzene substituent in (I), the organic molecule adopts an extended Z-shaped conformation and no intramolecular π-π stacking can occur. In the crystal of (II), in which the solvent water molecule was located, N s -H···O s hydrogen bonds and O c -H···O w (s = sulfonamide, c = carboxylic acid, w = water) hydrogen bonds generate chains and the crystal symmetry is monoclinic. Another feature of (II) not seen in (I) is the presence of a short intermolecular C-H···O interaction arising from the α (chiral) C atom (Khan et al., 2011b) . However, it is interesting to note that (I) and (II) both feature an unusual N i -H···π (i = indole) interaction. 
Experimental
The title compound was prepared following the literature method (Deng & Mani, 2006) and recrystalized from methanol by slow evaporation to yield yellow blocks of (I).
Refinement
Due to the disordered solvent molecule and its uncertain identity, the data were processed with SQUEEZE in PLATON (Spek, 2009) The molecular structure of (I) with displacement ellipsoids drawn at the 40% probability level and the intramolecular π-π stacking interactions shown as double-dashed lines betweent the ring centroids. 
Figure 4
The unit-cell packing for (I) viewed approximately down [010] showing the solvent voids.
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